MAR. -22' 04 (MON) 18:14 ALSTON & BIRD 

InlerPro; DNA mismatch repair protein 



TEL: 9198622260 



P. 023 
Pag.; 1 of; 




I- 




MGtii [Nucleotide aequencog j|gf for |" 



£j? Site inarch [~ 



uro nean Blolnf ormatlcc Inst itute 

i 'n iii iinfn" 1 1 1 i in i iiu i iW' i iih hbb^b " 1 1 „, i ' . i owi i w ii m i i ■■i nn i 



®mmmz% mmsim^ mmsmm mmsam 

InlerPro 



fnts rPro ho me Test.Soarcb SegyenCS.Searph 



Search: f 



P atafrgses PoGurofintatten FTP site 
U saarch Entries l^ ^^i^ili^l^J 



InterPro DNA mismatch repair protein 



IPR002099 
DNA_mlfi_repalr 

Name [?J 
Slgnaturos [?] 



Typo[?J 
Dates [?J 

Contains [2] 
Proco&s [?] 
Abstract [?] 



Matches: 147 proteins 

View matches: [Overview]^ . sorte d by Namelfof Known structure] [Detai|ad viewJ U^ble view] 

PNA mismatch repair protein 
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I PR0Q35Q4 ; ATP-binding region, ATPase-like 

mismatch repair ( go:qoQ62QB ) 

Mismatch repair contributes to the overall fidelity of PNA replication. It involves the correction of 
mismatched base pairs thai have been missed by the proofreading element of the DNA polymerase 
complex fjj. The sequence of some proteins involved in mismatch repair in different organisms have 
been found to be evolutionary related. 
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Streptococcus pneumoniae hexB protein 
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